Subject index
Volume 8, 2001

(AAKK)4, 199

Acetylcholine receptor, 147
Activator protein-1, 767
Active site label, 791, 913
Activity-based, 81

Acyl carrier protein, 725
Acyltransferase, 1197
Adenoassociated virus, 179
Affinity chromatography, 1095
Affinity purification, 1221
Aglycone specificity, 627
Agonist binding site, 47
Aldehyde dehydrogenase, 81
Alkylating agent, 1033
Alkyltransferase, 379
Amadori rearrangement, 611
Aminoacyl-tRNA synthetase, 883
Aminoglycoside, 791
Amphotericin B, 713
Anthracycline, 253

Antibiotic, 817

Antibiotic resistance, 17, 593, 791
Antibody, 265

Anticancer, 253

Anticancer drug, 1033
Antigen presentation, 1131
Anti-inflammatory, 759
Anti-picornaviral, 33

AP-1, 427

Apoptolidin, 71

Apoptosis, 767

Apoptotic pathway, 71
Aptamer, 931

Arylalkylamine N-acetyltransferase, 379
Atherosclerosis, 779
Attachment, 645
Autoimmunity, 357
Avermectin, 681

Avilamycin, 569

avr gene, 681

B1 domain, 1221
Bacteriophage, 661

Binding affinity, 857
Biomineralization, 1051
Biosynthetic gene cluster, 59
Biotransformation, 681
Bivalent inhibitor, 313
Bleomycin, 725

Bloom’s syndrome, 221
Boronic acids, 593

Pll: S1074-5521(01)00094-1

o-Bungarotoxin, 147

Calcium release, 9
cAMP-generating activity, 857
Camptothecin, 871

Cancer, 405

Canonical binding array, 535
Capsid binding, 33

Capsid chemistry, 661
Carborane, 341
Cardiomyocyte, 1123
Cartilage, 701

Catalysis, 611

Cell-based assay, 1183

Cell death, 357

Cell differentiation, 1011

Cell membrane, 123

Celmer’s rules, 329
Cephalosporin acylase, 1253
Cephalosporin antibiotic, 1253
Chain initiation, 1197
Chemical genetics, 1167, 1183
Chemical protein synthesis, 243
Chemical regulator, 583
Chemical synthesis, 1011
Chimera, 557

Circular dichroism, 313, 661
Claisen cyclase, 189

Cleavage site, 391

Coenzyme By, 1143

Coiled coil, 1025

Combinatorial biosynthesis, 681, 1239

Combinatorial chemistry, 801
Combinatorial library, 1061, 1131
Combinatorial peptide, 231
Coumarin, 301

Covalent capture, 673

Crystal structure, 357, 445

Cyclic peptide, 801
B-Cyclodextrin, 313

Cytochrome P450 monooxygenase,

Decarboxylation, 207

Deletion mutant, 189
Deoxyhexose, 253

Deoxysugar biosynthesis, 681
Dequenching assay, 645

Design, 1025

Desosamine, 547
2,5-Diamino-4H-imidazol-4-one (1z),
Diatom, 1051

301, 635

369

1271



1272

Directed evolution, 437
Discodermolide, 843

Ditryptophan, 1071

Dityrosine, 1071

Diversity-oriented synthesis, 1167, 1183
DNA recognition, 1, 415

DNA repair, 1033

DNA shuffling, 871

Docking, 445

Domain exchange, 997

Drug, 405

Drug action, 871

Drug candidate, 739

Drug design, 17, 357, 1161
Dual-specificity protein phosphatase, 1209

Ecteinascidin, 1033
Ecteinascidin 743 (Et 743), 1151
Editing enzyme, 207
Eicosanoid, 779

Electrospray ionization mass spectrometry, 611
Entry, 645

Enzymatic oligosaccharide synthesis, 437
Enzyme, 1143

Enzyme activity, 891

Enzyme Kinetics, 831

Enzyme mutant, 871

Enzyme specificity, 981
Enzymic oxidation, 1231
Epimerase, 681

Epimerisation, 329

ePKC, 1123

Epothilone biosynthesis, 899
Epoxidase, 635

Erythromycin, 475, 1197
Erythropoietin, 133

Estrogen ligand, 341

Estrogen receptor, 277, 427, 501

Fatty acid synthase, 817
Feverfew, 759

Fibril, 1025

Flow cytometry, 1151
Fluid shear stress, 123
Fluorescence, 123, 661, 1051
Fluorescent biosensor, 243
Fluoridolysis, 1183

Free radical, 1143
Functional plasticity, 891
Functional proteomics, 931
Functional screen, 521
Fungus, 157

Fusion, 645

Fusion protein, 645

G-C — C-G transversion mutation, 369

G4 DNA, 221

Gavibamycin, 569

Geldanamycin, 289

Gene disruption, 713

Gene expression control, 1

Gene expression regulation, 501
Glutaryl-7-aminocephalosporanic acid, 1253
Glycopeptide, 1095

Glycosaminoglycan, 701
Glycosaminoglycan-mimicking peptide, 1081
Glycosidase, 627, 1061

Glycosyl transfer, 437

Glycosylation, 487

Glycosyltransferase, 547, 557, 681, 1061, 1239
Glycosynthase, 437

GW-5638, 427

H,O displacement, 1107

Hairpin polyamide, 583
Halogenase, 569

Helical peptide model, 611

Her2, 289

Hexosaminidase, 701
High-affinity ligand, 1081
High-pressure oxygen, 1231
High-throughput, 33

HIV, 1161

Homologous enzymes, 891
Homology modeling, 857
Hormone specificity, 277

Hsp90 inhibitor, 289

Human, 133

Human cancer cell line panel, 1151
Hyaluronan binding domain, 1081
Hybrid polyketide synthase, 329
Hydrophobic interaction, 341
B-Hydroxy-tyrosine, 301

IgG, 1221

IxB kinase, 759

Iminocyclitol, 701, 1061

Immune response, 265

Immune system, 535

In vitro glycosylation, 133

In vitro selection, 459

In vivo selection, 883

In vivo unnatural amino acid mutagenesis, 883
Inflammation, 779

Ingenol, 767

Inhibition, 379, 645

Inhibitor, 701, 913, 1061

Inositol 1,4,5-trisphosphate receptor, 9
Inr recognition, 179

Intein, 801



Interaction energy, 17
Intracellular inhibitor, 931
Intracellular peptide library, 521
Intramer, 931

Isotope effect, 1143

[2:G base pair, 369

B-Ketoacylsynthase, 157
KR domain, 329

B-Lactamase, 831

Landomycin, 1239

Laser inactivation, 9

Library encoding/decoding, 1167
Ligand design, 445

Lipid peroxidation, 779

Locked nucleic acid, 1
Lysine-rich peptide, 199

Macrolactone, 547

Macrolide, 71, 487

Major groove binding, 415
Maltose binding protein, 951
Mechanism, 379

Melanocortin receptor, 857
Metal binding, 1221
C-Methyltransferase, 157
Methyltransferase, 569, 681
Michael-addition, 459
Microarray, 105

Microtubule, 843

Mithramycin, 253
Mitochondrial FoF{-ATP synthase,
Modular, 475

Modular polyketide synthase, 817
Module insertion, 475
Molecular modelling, 831, 1011
Molecular recognition, 535
Molecular rotor, 123

Molecular transporter, 1123
Mutagenesis, 779, 1143
Mycarose, 681

Mycotoxin, 157

Myxalamid, 59
Myxobacterium, 59

1,4,5,8-Naphthalenetetracarboxylic diimide,

Naphthopyrone, 189
Native chemical ligation, 243

Nicotinic acetylcholine receptor, 47

NMR, 415

Non-haem iron enzyme, 1231
Non-ribosomal peptide synthesis,
Non-ribosomal peptide synthetase,
Novel anti-tumor agent, 289

71

997
301, 817, 899

1273

Novobiocin, 301

Nuclear factor kB, 767, 951
Nuclear magnetic resonance, 857
Nuclear receptor, 341
Nucleophile delivery, 199

Octaketide, 475

Oleandrose, 681
Oligonucleotide microarray, 1151
Oligosaccharide, 265
D-Olivose, 557

Onconase, 405

Organic solvent, 661
Organosilane, 1161

Orthogonal suppressor tRNA, 883
Orthosomycin, 569
Osteoarthritis, 701

Oxidation of 8-oxoG, 369

p50, 951

Parthenolide, 759

Penicillin biosynthesis, 1231
Peptide antibiotic, 997
Peptide-RNA complex, 511

Peptide synthesis, 1025

Peptide vinyl sulfone, 913
Peptidoglycan, 1095

Peptidyl carrier protein, 725

pH indicator, 1051

Phage-display, 231

Pharmacophore, 843
Phosphopantetheinyl transferase, 725
Phthalascidin (Pt 650), 1151
Pimaricin, 635

Polar-group exchange, 501
Polyarginine, 1123

Polyene, 635

Polyketide, 253, 1197

Polyketide biosynthesis, 487
Polyketide library, 547

Polyketide synthase, 157, 189, 207, 329, 475, 635, 713,
899

polyketide synthase/non-ribosomal peptide synthetase
hybrid, 899

Polyketide synthase/peptide synthetase, 59
Polypeptide purification, 673
Polystyrene macrobead, 1167

Probe, 81

Protease inhibitor, 391, 1161
Proteasome, 913, 1131

Proteasome inhibitor, 739

Protein array, 105

Protein design, 1221

Protein display, 951

Protein domain, 231



1274

Protein flexibility, 445

Protein function characterization, 931
Protein glycation, 611

Protein immobilization, 105

Protein interaction module, 231
Protein kinase C, 767
Protein phosphatase inhibitor,
Protein plasticity, 981
Protein—protein interaction, 105
Protein scaffold, 521

Protein stability, 831
Proteomics, 81

1209

Quadruplex DNA, 221

R;, 1123

yeRACK, 1123

Raloxifene, 427

Rapamycin, 475

Ras binding domain of c-Rafl, 243
Rational protein engineering, 997
Receptor for hyaluronan-mediated motility,
Receptor specificity reengineering, 277
Recombinant protein, 133
Recombinant protein purification, 673
Reductive chain termination, 59
Respiratory syncytial virus, 645
L-Rhodinose, 557

Ribonuclease, 405

Ribonuclease inhibitor, 405
Ribozyme, 459

Ribozyme catalysis, 199

RK-682, 1209

RNA catalysis, 459

RNA recognition, 1, 511

RNA world, 199, 459

1081

Saccharopolyspora erythraea, 475
Saccharopolyspora spinosa, 487
Screen, 33, 627

Selected peptide, 511
Selectivity at S1 site, 1107
Semi-synthetic glycoprotein, 133
Sequence-specific proteolysis, 391
Ser190/Ala190 protease, 1107
SERM, 427

B-Sheet, 1071

Sialic acid, 265

SICLOPPS, 801

Silanediol, 1161

Silica, 1051

Site-directed mutagenesis, 189
Site-specific labeling, 243
Skipping, 475

Small molecule, 801

Small molecule activator, 583
Small molecule microarray, 1183
Small-molecular probe, 9
Solution structure, 511
Soraphen, 1197
Spinosad, 487
Spinosyn, 487
Split-pool synthesis,
Squalestatin, 157
Stimulus-sensitive hydrogel,
Streptomyces, 557, 817
Streptomyces nodosus, 713
Streptomyces verticillus, 725
Structure-based drug design,
Structure-based inhibitor design,
Substrate analog, 913
Substrate specificity,
Substrate-targeted inhibitor, 391
Sulfonate, 81

Surface plasmon resonance, 105
Synthetic ligand, 501

1167

1025

17

547, 1131, 1253

Systematic residue replacement, 147

Tamoxifen, 427

Targeted gene control, 583
Taxol, 843

Telomerase, 221

Telomere, 221

Tethered agonist, 47

Tetrahedral anion, 535

Thermal unfolding, 831
Thermodynamic analysis, 179
Thioesterase, 189

T'hreading intercalation, 415
Thymidylate synthase, 445, 981
Time-resolved crystallography, 12
Tissue type plasminogen activator,
Topoisomerase 1-B, 871
Transcription factor, 179
Transglycosylase, 1095
Transition-state analog,
Triazine hydrolases, 891
Triplet repeat, 221
B-Tryptase, 313

Tumor, 265

"I'ylosin biosynthesis, 207
Type I B-turn, 857

Type II thioesterase, 207

17, 593

Ubiquitin—proteasome pathway, 739

Unnatural amino acid mutagenesis,
Urdamycin, 1239

31

593, 981, 1107

1107

47

Urokinase type plasminogen activator,

Vancomycin, 1095

1107



1275

Vector system, 1239 X-ray, 357
VHR, 1209 X-ray analysis, 313
5,6-trans-Vitamin D, 1011 X-ray crystallography, 593

Vitamin D receptor, 1011
YY1, 179
Werner’s syndrome, 221



